. TLR as measured in the participating labs and inter-lab CVs in round 1 (to) and round 2 (bottom) All TLR values were calculated as the ratio of the estimated telomere length for a particular sample, divided by the estimated telomere length for sample G.
b
The second round of measurements was designed to enable inter-batch comparison and included 5 repeat samples from the first round (B, C, G, H, I), of which samples C, G and H were duplicated (for intra-batch comparison). CVs for qPCR labs were higher than those for Southern/STELA labs (p ¼ 0.000, paired t-test). 
